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OBJECTIVES

Funded by the European Transnational Programme - JPIAMR-ACTION

Reduce antimicrobial-resistant (AIMR) bacteria spread from broiler chickens
Investigate the potential of various on-farm intervention measures
Reduce transmission and human exposure to ESBL E. coli from broiler chicken
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Simulates within flock Prevalence (Pprev) and Load (Cioad) on carcass/portion at each stage

J

FOOD-BORNE MODULE

'DYNAMICS of ESBL E. coli in processing

Collineau et al. (2020) in ESBL E. coli setup

Updated with EU poultry farming practices
Simulates the processing of 1 chicken flock
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Prob. of ESBL E. coli carriage by consumer

Conditional on Pprev, Cioad after cooking
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